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8549-000002/US/COB 



ATF 



182510 a;,GGTCCACGTCAGGCG(5GGC CCCGCCCACCGCGG< 



ss3: 



SPl 



GC 

SACCAAGCGGCTAcGCCTTCCAAGT (SIeQ id NO: 3) 



17444 caccgcgggaccaagcggctacgccttccaRgt tSEQ ID NO: 4) 



VMAF 

:gcgcc 

tttcattcggggccgcgccagcgctgag 



TAI lalphaE47 

182570 TTTCATTCCtKSGGCCGCGCCAGCGCTGAGG^GAGTCAGACGC CAGATGGTTCCGAAGG T(|:C (SEQ ID NO: 5) 

SEQ ID NO: 61 



AHRARNT 

182630 TGCAGGCTCTCGGGGCACCCTACAGCCGACtACGCCAACAAAAGCTTCCfcGAGCCGCCAACC (SEQ ID NO: 7) 



OLFl 

182690 CCAAAACGGAAACACCGGAGCCACAAGCTGAGCTCGCGTAGGGCACGCtCCCCCGGGAGT {SEQ Ip NO: 8) 

*** *** *** 



182750 3CTT 



SPl 



NRF2 



XGGGACAGpGGGCGGGGTCGCfGGAAGTGGCCGTCCGCCGTCpGCTGCTCGTTGT (SEQ II} NO: 9) 
snnp 



AP4 



TAXCREB h'P2 
182810 TTAAtCGGCTGACGGGAAGGAqAAGCCAGAGCTCCAGCGGCGCCGpGGGGCGGCAGTCip^ (SEQ ID NO: 10) 

*** 



PAX5 

182870 GACCAGAGCCGGAGCCGTCACTCACCTCTGGATTAGCCTGAAGCGGAG^CTACCGGCTGC (SEQ II} NO: 11) 

*** 



E47 

182930 (}GAGCGGCGGGGC|3^^GACACTTGCTCGCCT'I|TTGACCCCATCATGTCGCGGG(^CTCCATC (SEQ II} NO: 12) 

rwm 



PAX5 



182990 QAGATTCCCCTCCGGGA(tACTGACGAGGTAAGTGTCGTG''ATGGAGGCGGGTGG3GGCCA (SEQ ID NO: 13) 

333217445 tggaggcgggtgggggcca (SEQ ID NO: 14) 



SPl 



PAX5 

183050 TGAACTT ^STACGATCGCCCCCACCGACTTCGCTCGACT' 

tgaacttgtacRatcgcccccaccgacttcgctcgacttcgt (SEQ ID NO: 16) 
** 



PAX 5 

CGTTTCTGAAGCGAGAGCATC (SEQ I3j> NO: 15) 



183110 C Tc^ttccctaagagccctgatcgaaatacctggccaaggtctgatcatcatcttcttca (SEQ ID NO: 17) 



FIGURE 2 



